
●● ●●● ●●● ●●●
● ●

● ●●●● ●
●●

●● ●
●●

● ● ●● ●● ●●
●

●●● ●●
● ●

●

●●

●

● ●● ●
● ●

●

●

●

●●
● ●● ●

●
●

●

●

●

●

●

●
●●

●
●

●

●●
●

●

●

●

●

●

●

●
●

● ●●● ● ●

●

●
● ●
●

●●●
●

●

●
●●
●●

●
●

●

●

●

●

●
●

●

●●●● ●●●●

●

●
●● ●●

●
●
●●● ●●●● ●●● ●

●

●
●●●●●●

● ●
●

●

●

●
● ●

●

●●

●

● ●●● ●● ●

●

●●

●

●

●●

●
●●

●●
●●

●● ●●●●● ●● ●● ● ●● ●
●
●●●●● ●●●

●
●●● ●●

●

●
● ● ●●

●

●
●
●

●●
●

●
● ●● ●● ●●

●

●

●

●

●

●
●

●

● ●● ●●● ●●●

●

●
●

●
● ●●●● ● ● ● ●

●● ●●●●● ● ●●●
●

●● ●●●●● ● ●●●

●

●
●

●
●● ●●●

●
● ●●0%

25%

50%

75%

100%

A
la

A
rg

A
sn

A
sp

C
ys G
ln

G
lu

G
ly

H
is Ile

iM
et

Le
u

Ly
s

M
et

P
he P
ro

S
eC S
er

S
up T
hr Tr
p

Ty
r

V
al

Isotype

P
er

ce
nt

 M
is

in
co

rp
or

at
io

n

amino

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

Ala

Arg

Asn

Asp

Cys

Gln

Glu

Gly

His

Ile

iMet

Leu

Lys

Met

Phe

Pro

SeC

Ser

Sup

Thr

Trp

Tyr

Val

Position 46 Mismatches


